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^OTIENCE LISTINGS 

(\) INFORMATION FOR SEQ ID NO : 1: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2623 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
( d ) TOPOLOGY : 1 inear 

(i\ MOLECULE TYPE: cDNA to mRNA 
(iii)\ HYPOTHETICAL: NO 
(vi) \rIGINAL SOURCE: 

} ORGANISM: Rattus norvegicus 
) TISSUE TYPE: Dorsal root ganglion 

(ix) FEATURE: 

(A) VaME/KEY: CDS 

(B) lbCATION:292. .1909 
(xi) SEQUEN^ DESCRIPTION: SEQ ID NO: 1: 

spasic Length: 2&22 



35 



, AGTGA aX GTGCGGGTGC TGATAAGGGA AGCCAGAAGG AGACGATGGA 

51 ggagagagac\aagcggcagc agaggcagca gcgagagatg cagcgccggg 
101 gctgcggagc Lgggagt gggagtgacg ccgcgacctc gggcccgcac 

151 CCTGTCCCCA TCcWcT GGTTGGCCTG AGTTTAGAAG AGCAGCCGCT 
201 gccaccacca ccacIgga GGGGACGAGG GCTGCTGTCC AGGGAAGGAC 

251 AGTAGCAGTG AGGCTC^C CAGTGCCAGC AGCCGGGGAC AGATGCCGAT 

301 CGAGATTGTG TGCAAAATgAaA™™ GGAGGATGCA AAAGCCAAGG 

351 AGAAGGAGGC AGGGGATGAG cWgCCTCC TGGGGGCTGC TCAGGGGCCA 

,01 GCAGGCCGTC GGGACCTGGC TAcWc AGCACCAGTA CTCTGCATGG 
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651 TCAACCG1 



gctgggccgg GCC— caggccgcca tggactgcgc ^cccx 

\, „.C CCTACTCAGC TCAC.GCCXG ~AGG=AGGC 

5 X CCT gggca gggggtaggt gacccgocc, ^ ccatggaccc 

601 T Gc\cCCGA GCGCCAGTGG CC-CTTTCC — CTCTGCAACA 

^ cgggcattcg cc»«c= atgctgatat cttccacctg 

\ ^ rrr rcrCAAAGAC CGGGATGGGC ACCGTGCAGC 

,01 gccaatctgXcagggctgcc CCCCAAAl- 

75l TGG cc TTCG c\cc AGA oc c.gacatggt « CT c aaccgcacg 

801 G CCACCA G C T TG \c ATG CTCAAGAGCT GCAAC^CAG ™CAC 

,^Atc tgtggtctat actcgctatg gaaagtgtta 

8 51 TGCTCCGCCA GCAACTT^TC TUi 

A.rAPTTCACT GCCCACCAGG GCACGCGCCA 
9 01 CACCTTCAAT GCAGATCCTcWCTTCACT 

^ AcTAGACA TCCAGCAGGA GGAATACCTA 
951 TGGGTAGTGG CCTGGAGATC AT^CTAGAC. 

* PGGAGACAAA TGA4ATCA TTCGAGGCAG GGATCCGGGT 
1001 CCCATATCGA GGGAGACAAA >^ 

nr-rrXrA CATCTACCAG CTGGGGTTCG 
10 51 GCAGATCCAC AGCCAGGAGG AGCCTCC^A 

nn*r A rrrTTGTG\cCTGCCAGGA ACAGCGGCTA 
110 1 GTGTGTCCCC AGGCTTCCAG ACTTTTGT X 

H51 ACTTATCTGC CCCAGCCTTG GGGCAACTGC C> 

l20l GGAGCCGAG C.CAGGGC, ACCAGCC.A TAGT^TGTCT GCC.GCCGAC 
1251 TGCGCTGTGA GAAGGAGGCC GTGCTTCAGC GCXGCcU CCGGATGGTG 

PATCTGCCCG CCAAATATC\ ACATTGAATG 
130 1 CACATGCCAG GCAATGAGAC CATCTGCCCG A 

i-ftPTCCACT CCCTGGGTGG GGGCTCTGAG WcCATGCT 
1351 TGCCGACCAC ACACTGGACT CCUl x 



i G GCGGAAA 



(3CAAGCTCAG 
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16 01 TCAGCCT 



17 01 GGGATCGACT C^GAGGGTG 



X TCTGCCCTAC ACCC.GCAAC CTGACTCGTT -GGCAAAGA CATCTCCATG 
14 \ TCAAGATC C CCAACAGGGG CTCTGCCAGG TACC.GGGGA CGAAG.ACAA 
1501 ACC— GGGAAAACTT CTTGGTCCTG GATGTCTTCT 

l551 J^CCCT AACC T C T GAA GCGA.GGAAC AGCGAGCTGC C^GGTCXG 
r GC TGGGGGACCT TGGGGGACAG ATGGGCCTGT TCATTGGGGC 
165X T agca T cc\acc TT gc T gg AGA TC C TTC A c™a T GAGGTCTCC, 

TGGCGACGGC CCAAGACCCC ACTTAGGACG 

rrrr PCA^TCCAC TTTGGGGCTG CAGGAACTGA AGGAACAGAG 
17 51 TCCACTGGGG GCATCUCUAL- 

\nr rT-CTGAGGG TGGTGGGGCT AGCAACCTGC 
1801 TCCCTGTCCA AATCGAGQjCC TCAGCw 

nr\ rACCGCCCCC CAGGAAGCCT CTTTGAAAAC 
1851 TTCCCAACCA TCACCACCCC\ CACGG,CC.C 

1901 TTTGCTTGCT ^ ^ ^ 

lM1 , C ™ T TCC~ CXCTOO GGCAGCCCAG GGG~ 
2001 AGGGG.GGTC CTC*^ OOCclc, AGGGTCCTGC ^CCC.GAC 

2051 CT „G ctgccttgc* tc^ccxt ^ 

2101 gccaggcagg xgtccaggaa -™ 
2151 gg.gggg.og g— g, gggagg^gg 1c« g^gcccc 

2201 TCKGTACATT T — TAGGGACTGG »™A 
2251 TRNRAGGTTT GGGCTGCftGG GG~C AG.GgX CAGGGTCCCA 
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235 \ TCTACTTCCC TCTTTCCAGG CCCAGCTCCC TCTTGGCATG GGGAGTGGGT 
2401 \GGCCCATCAG GCCTGGCCCA GCTCCCANTT CCCCCTGTAC CAGCCCCACC 

51 aWgttccc ttcgtgggga gtgggtggaa anacctttca gaccttggct 

25 01 AAGC^TATGG GGAGANGGAG TGGCCTTCTC ANGCCTTGCT CCCTANAGAC 

aantgctggt gaacttggga atcnagagac cccnagaaaa 
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2 551 TGGTTTYATA 



2601 AAAA.A 



AAAAAAAAAA AA 
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(2) 



INFORMATION FOR SEQ\lD NO: 2: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 539 Vmino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protei\ 
(xi) SEQUENCE DESCRIPTION : WlC protein 



X MPIEIVCKIK FAEEDAKPKE K^AGDEQSLL GAAQGPAAPR DLATFASTST 
51 LHGLGRACGP GPHGLRRTLW VlAtSLAA FLYQAASLAR GYLTRPHLVA 
101 MOPAAPAPVA GFPAVTLCKI NRFRHS^LSD ADIFHLANLT GLPPKDRDGH 
151 RAAGLRYPEP DMVDILNRTG HQLADMLKS. NFSGHHCSAS NFSWYTRYG 
201 KCYTFNADPQ SSLPSRAGGM GSGLEIMLD! WlPIWR ETNETSFEAG 

251 irvqihsqee ppvihqlgfg vspgfqtfvs cWylp qpwgncraes 
301 klrepelqgy saysvsacrl rcekeavlqr chcLhmpg neticppniv 
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351 V— -CSBOPC, CPTPCNLTRY GKEISMVKIP KRCSARYLAR 
401 ^NETYIR ENFLVLDVFF » — GDLGGQMGLF 
451 IGA W E ILDYIYFVSW DRLKRVWRRP KTPLRTSTCG ISTLGLQELK 
501 EQSPClpGR AEGGGASNLL PNHHHPHGPP CSLFENFAC 



10 (2) INFORMATION Fo\ SEQ ID NO: 3: 
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(i) SEQUENCE CHARACTERISTICS: 

(A ) LENGTH :\ 526 amino acids 

(B) TYPE: Protein 



D ) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: protein 

(xi , SEQUENCE DESCRIPTlW ASIC prote.n 

SEQUENCE ^DESCRIPTION^ 

51 lgslavllcv ctervqyyfc Wtkldev aasqltfpav tlcnlnefrf 

TTMB R vApdtqma dekqleilqd kanfrsfkpk 

101 SQVSKNDLYH AGELLALLNN RYE^DTU 

™ CD ;Ws AEDFKWFTR YGKCYTFNSG 
151 PFNMREFYDR AGHDIRDMLL SCHFR^ACS 

201 „TM KG—I MLDXQol P— TS FEAGIKVQIH 
251 SQDHPPPXDQ LGFGVAPGFQ TFVSC Q EQRl\yLPSPWGTC NA—F 

301 DS „i dcetrylven o_ G Xct PEQY 

351 lVE k DQE ycv cempcnltry g_ip skasWk — 
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l0l ENILVLDIFF EVLNYETIEQ KKAYEIAGLL GDIGGQMGLF IGASILTVLE 
LFDYAYEVIK HRLCRRGKCQ KEAKRSSADK GVALSLDDVK RHNPCESLRG 
50 i\hPAC3MTYARN ilphhpargt fedftc 
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(2 ) INFORMATION FOR SEQ ID NO: 4: 

(i ) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYKE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii ) MOLECULE TYVE: DNA (genomic) 
(iii) HYPOTHETICAL^ NO 

(vi) ORIGINAL SOURCE : 

(A) ORGANISm\ Rattus norvegicus 

(F) TISSUE TYflfJ: Neurons 
(xi) SEQUENCE DESCRlVlON: SEQ ID NO: 4: 

tagcagtgaggctctggcWccca 

(2) INFORMATION FOR SEQ ID nV. 5: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 25 base Vairs 

(B) TYPE: nucleic aciV 

(C) STRANDEDNESS : singUe 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : DNA ( genomic ) 
(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Rattus norvegicus 
(F ) TISSUE TYPE : Dorsal r^t ganglion 
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(X V) SEQUENCE DESCRIPTION : SEQ ID NO: 5: 
CCAGACCTTCTGTCCCAGGAATAGG 

(2 , INFOrWiON FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 
X LENGTH: 25 base pairs 
(A TYPE: nucleic acid 
(CA STRANDEDNESS: single 
(dAtOPOLOGY: linear 

MOLEcL TYPE : DNA (genomic, 
HYPOTHETICAL: NO 
(vi ) ORIGINAL SOURCE: 

(A , ORgVnISM: Rattus norvegicus 
(F) TXsL TYPE : Dorsal root ganglion 

(yi) S eque N ce\escription:Seqidno: 6 : 
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GACCT' 



GGCTACCTTTGCCAG 



:acca 
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(2) INFORMATION FOR SE0\ ID NO: 7 



(i ) SEQUENCE CHARACTERISTICS: 

(A ) LENGTH : 25 W pairs 

(B) TYPE: nucleiV acid 

( C) STRANDEDNESS X single 

(D) TOPOLOGY: linear 
MOLECULE TYPE : DNA gnomic) 
HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(A ) ORGANISM: Rattus Wvegicus 
(F) TISSUE TYPE: neurdns 

ui) SEQUENCE DESCRIPTION: SeU »0: !■ 
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2) INF(WtION FOR SEQ ID NO: 8: 

(i A SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 24 base pairs 
\{B) TYPE: nucleic acid 
\c) STRANDEDNESS : single 
D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: DNA (genomic) 
(iii) HYPOTHETICAL: NO 
(vi) ORIcWl SOURCE: 

(A) yORGANISM : Rattus norvegicus 
(F) VlSSUE TYPE: neurons 

lxi ) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
C /AG I , TAT/C , GG/<^£ t AAA/G , GAA/G , T/C/ATI , TCI , ATG 
2 ) INFORMATION FoV SEQ ID NO: 9: 
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(i) SEQUENCE 



C^CTERISTICS : 



(A) LENGTH : 24 base pairs 

(B) TYPE: hucleic acid 

(C) STRANDBDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPeV DNA (genomic) 
(iii) HYPOTHETICAL: \NO 
(vi) ORIGINAL SOURCE: 

( A) ORGANISM: Wtus norvegicus 
(F) TISSUE TYPE: neurons 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
IC/TT/A, IGC , ICC , IAT/ A/GAA,VaG/A, ICC 
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